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D H R oK 2 AR
1 tr|B4E1Z4 | B4E1Z4 HUMAN WERET B 1.63
2 sp|P08603| CFAH HUMAN HWMAR T H 1.72
3 tr| HOK V48| H9KV48 HUMAN I3 2K g CL 4 il 551 1.75
4 sp|P00450| CERU HUMAN B E A 1.89
5 sp|P02649| APOE HUMAN BISEN E 2.07
6 sp|P01871-2| IGHM HUMAN Tgp B C X 2 377 2.29
7 sp|P01009| A1AT HUMAN o1~ 2R [ il 2.54
8 sp|P02763| A1AG1 HUMAN ol -FRMEREE A 1 2.73
9 sp|P02748|CO9 HUMAN A C9 4.09
10 sp|P04003 | C4ABPA HUMAN Cib 55 HEH « 4,21
11 sp|P00738 | HPT HUMAN S HRE N 4.53
12 tr| G3V5I3|G3V513 HUMAN o 1-Hi B E 3L 3B 11 T 8. 24
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D BEHJR Bk 2E AR AL
1 sp|P00747|PLMN HUMAN 215 il i 1.52
2 sp|P01008| ANT3 HUMAN L EE I 6 111 1.82
3 sp|P19827|ITIHI HUMAN ] o 28 1 A 40 i 55 65 HI 1.92
4 sp|P02787| TRFE HUMAN L5 AL 3 3 2.04
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11 tr|C9JV77|C9IV77 HUMAN a2-HS Wi 1 2.70
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14 sp|P02647| APOA1 HUMAN BIEEN AT 5.26
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16 sp|P19823|ITIH2 HUMAN Y] o JBE R A 30 R A H2 2.50
17 sp|P43652| AFAM HUMAN R ELAEWHLEN 2.56
18 sp|P06727 | APOA4 HUMAN BASEE AV 3.33
19 sp|P35858 | ALS HUMAN BB RAARKEFEEGEALZGYNRA T E L& 3.57
20 sp|P02647 | APOA1 HUMAN HIREA A-T 4.76
21 sp|P69905| HBA HUMAN L2412 Y o 3% 5.56
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x5 RAEHEERRWMBANERECEYFLIREESH

ETRe A2 it Hiw HAR P14 GO %5
1 P R SN 10 37.04 < 0.05 0002526
2 BB 3 2 14 51.85 < 0.05 0009611
3 JEHE SN 11 40. 74 < 0.05 0006954
4 15 0 52 12 44, 44 < 0.05 0006952
5 8] 10 4 P 6 22.22 < 0.05 0030193
6 AR A BN 6 22,22 < 0.05 0006953
7 Xof A1 S A i e 8 29. 63 < 0.05 0032101
8 A A 6 22,22 < 0.05 0050818
9 finma 8 29. 63 < 0.05 0042060
10 AT 4 14. 82 < 0.05 0051917

#6 RAENASERVMBANEREAMMEASEENT

i B A X B HAROD P GO %i 5
1 JiENES 26 96. 30 < 0.05 0005576
2 2 Jfa £ ] B 18 66.67 < 0.05 0005615
3 Ji A1 X 35k 41 43 18 66. 67 < 0.05 0044421
4 HE 6 22,22 < 0.05 0031983
5 /N o FBURE i 5 18.52 < 0.05 0031093
6 43 U R G i /N i) 7 25.93 < 0.05 0030141
7 5T JE /N 9 JE 5 18.52 < 0.05 0060205
8 i /MR o UL 5 18.52 < 0.05 0031091
9 20 i 5 1 6 22.22 < 0.05 0044433
10 1ML 3% AR A 1 ORE 4 14. 81 < 0.05 0034358

x7 RAFRHASRRMBEANEREANTYREEST

% 5> FIike Bk AR P GO %%
1 2% 5 T RY P JOR AR 400 i 550 35 7 25.93 < 0.05 0004867
2 AT JOAC il 400 o) 70 5% 7 25.93 < 0.05 0004866
3 JORC it 10 i 750 35 7 25.93 < 0.05 0030414
4 &S 6 22.22 < 0.05 0008201
5 iz B 2 6 22.22 < 0.05 0005539
6 Pt A0 1) 790 75 7 25.93 < 0.05 0004857
7 TR i e 6 22.22 < 0.05 0001871
8 E2 e 6 22.22 < 0.05 0030247
9 KA ARG 6 22.22 < 0.05 0030246
10 JIE [ e 4 3 7 1 9 3 11.11 < 0.05 0017127
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Abstract; The quantitative proteomics technology based on the isobaric tags for relative and absolute quantitation (iTRAQ)
was used to find new serum markers for RA diagnosis, evaluation of treatment effect or prognosis and explore the mechanism of
pathogenesis. Twenty patients with RA, 10 in active stage and 10 in stable stage, were enrolled. In addition, 10 healthy indi-
viduals were as controls. Sera were collected from each individual and analyzed by the iTRAQ technology and tandem mass
spectrometry to get differential proteins. Such differential proteins were identified and their biological roles in the pathogenesis
of RA were analyzed by the DAVID software. A total of 303 proteins were identified and analyzed. The difference between the
active group and the control group was more than or equal to 1. 5 folds in 27 proteins, of which, 13 proteins upregulated and 14
downregulated. The differential proteins were involved in protein metabolism, lipid metabolism, complement system and blood
coagulation system. With online analysis of DAVID software, the enrichment analysis results of the biological process of the
gene ontology (GO), cellular component and molecular function for the differential protein were obtained. Studying of these
differential proteins can provide a new means to understand the pathogenesis of RA and to discover new biomarkers.

Key words: rheumatoid arthritis; proteomic; serum; isobaric tags for relative and absolute quantitation technology





