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MiR-132 inhibiting proliferation, migration and invasion of tongue cancer

GAO Li-rong's WANG Yi-jun', ZHOU Xian®, NIE Ting-hong', ZHANG Jian-quan' (1 . Stomatology de-
partment , Baodi Hospital , Tianjin 301800,China;2 . Oral and Maxillofacial Surgery , Tianjin Stoma-
tological Hospital , Tianjin 300041 ,China)

Abstract: To study the expression of miR-132 in tongue cancer, cancer and paracancerous tissues were collected from 20
patients with tongue cancer and miR-132 expression was detected by RT-PCR. The CAL-27 cell line was transfected with miR-
132 mimics,and the proliferation and viability in the miR-132 mimics group and the control group were detected by cell colony
forming and MTT assays respectively. Transwell assay were performed to explore the effect of miR-132 on migration of tongue
concer cells. the results showed that the expression of miR-132 in tongue cancer tissues(0. 56 0. 05) was significantly lower
than that in the adjacent normal tissues (1. 43 £0. 12, P < 0. 001). The expression of miR-132 in tongue cancer tissues
decreased with the increase of malignancy of pathological grade (P <C 0. 05). Cell colony forming and MTT assays showed that
the cell viability and proliferation in the miR-132 mimics group were significantly inhibited (P=0.003 2, P < 0.001). Tran-
swell experiments showed that the number of cells rested on the membranes in the miR-132 mimics group [ (89+15) /field]
was significantly reduced than that in the control group[ (380 25)/field] (P =0.002). In conclusion, this study shows that
miR-132 expression decreases in tongue cancer tissue, and miR-132 plays an important role in the proliferation and metastasis
of tongue cancer, which suggesting that miR-132 might be used as a potential clinical prognostic marker for the prognosis and
treatment of tongue cancer.
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